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Introduction: This study focuses on three Coffea species: C. arabica (arabica coffee), C. canephora (robusta coffee) and C. anthonyi. The two first species are currently used
for coffee making while the third one is closely related to C. arabica genetically. Leaves and fruit extracts of the three species were compared in a targeted and an
untargeted metabolomics approach. The phloem sap of the three species has also been analyzed in order to better explain their biochemical properties. An expression
study of genes involved in the biosynthesis of the main xanthines and polyphenols found in coffee genus was also performed.
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Conclusion: Due to the low CCSI and DXMT expression in the youngest leaves (stage S1) of C. anthonyi and to the absence of caffeine in its phloem, a possible
translocation of this xanthine from the leaves to the fruits through the phloem sap can be excluded. Due to the highest content of xanthones and chlorogenic acids in its
leaves and fruits C. anthonyi could be a good sources of healthy polyphenols.
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